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Retrospective Analysis on Results in External Quality Assessment
of HBV DNA Determination by Fluorescence Quantitation PCR
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Abstract : Objective To analyze retrospectively the results of external quality assessment (EQA) of hepatitis B virus (HBV)
DNA ,and explore the probability of error,and provide the basis for quality improvement. Methods The results of Ministry
of Health National Center for Clinical Laboratory external quality assessment for HBV DNA item from 2016 to 2018 were
collected to analyze retrospectively by proficiency testing (PT) score, Z score or standard deviation index (SDID), Shewhat
Chart and quality control rules of EQA. Results The PT score was 100% as pass. The current performance was satisfied
and the cumulative performance was success. The Z score was < 2. 0 as satisfaction. But the Shewhat Chart and combination

quality control rules of SDI and EA demonstrated the probability of systematic error. Conclusion Z score or SDI and quality

control rules can be used to analyze EQA data, detect the potential systematic and random error existing on HBV DNA

quantitative detection system,and guide the improvement of clinical laboratory quality.
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